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The authors wish to make the following correction to their article:

The parts of the model presented in Figure 6 illustrating the stoichiometry of the CAF-1:H3/H4 complex as 1:2 are not consistent with recent published literature, which report both a 1:1 or 2:2 stoichiometry under different sets of conditions ([@B1],[@B2]).

All of the experiments and results in this publication (Liu *et al.*, 2012) are reproducible in our hands. All of the other conclusions of the study and all of the other aspects of the model stand as published. The description of the data that led to the conclusion of the 1:2 CAF-1:H3/H4 stoichiometry is presented:

**Figure 4A, D and Figure S4 led to the conclusion that** CAF-1 associates with multimers of H3/H4 in the absence of DNA. We now believe that the mixed fluorophore FRET assay interpreted to form this conclusion is not reliable for proving H3/H4 tetramerization by CAF-1. Despite the reproducibility of this assay and the concordance of the control experiments in Figures 4B, 4C, and S3 with the established literature, the assay appears to give an erroneous FRET effect for the CAF-1-H3/H4 interaction for unknown reason(s). This fluorescence assay can be used to report on binding affinities and gives reliable KD values for H3/H4 with CAF-1, but it does not report the proximity between H3/H4 dimers. We suspect that the spectral changes that occur with CAF-1 are a result of fluorophore quenching and/or weak photostability. As such, we caution against the use of this approach in Figure 4A to study histone oligomerization.

**Figure 6:** The CAF-1:H3/H4 stoichiometry: The parts of the model presented in this figure illustrating the CAF-1:H3/H4 stoichiometry to be 1:2 are not consistent with recent published literature (Mattiroli *et al.*, 2017, Sauer *et al.*, 2017). All other aspects of the model stand.
